Mammalian And Yeast NER Genes
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Human Hereditary DNA Repair Defects

XP = xeroderma pigmentosum
CS = Cockayne’s syndrome

Skincancer CS  Frequency UDS Comments | Gene
7t m‘“g;"fXP-A + - high < 5% not CHO grp. 1-6 XP-AC
ecc3 XP-B*<  +/7 + only 3 < 8% vital gene ERCC 3
’ ﬂud ‘ ; R

oo sasdios XP-Clo &+ : high 15-30%  (XP-I) global repair def. XP-CC

XP-D  + + /- int. 20-50% (XP-H), TTD ERCC 2
ot s:a.mé.:... XP-E - - rare < 50% damage recognition def.

XP-F - - rare 15-30% slow repair ERCC 47

XP-G + +/? rare 5-15% vital gene? ERCCS
o Jetect XP- + - high ~ 100% post repl. repair defect
f;- “  yariant

CS-A - + rare ~ 100% active gene repair def.

CS-B - + high ~ 100% active gene repair def. ERCC 6

Not assigned: ERCC 1
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Table 5

Group

10

11

Properties of Rodent NER Complementation Groups

Representative

mutant

UV20, 43-3B
UV5, VH-1
uv24, 27-1
Uv4l

UV135, Q31

UVeél, US46

VBI11

US31

CHOA4PV
CHO7TPV

UVSl1

Parental
strain

CHO
CHO/V79
CHO
CHO

CHO, mouse
lymphoma

CHO, mouse
lymphoma

V79

Mouse
lymphoma

CHO
CHO

CHO

Sensitivity?

uv

++

++
+ +
++

+(+)

I_I
I_I

+/++

MMC deficiency

+++

1) +:2-5x; ++: 5-10x; +++: >10x wt sensitivity.

Incision

yeS
yes
yes
yes

yes

partial

partial

?

partial
partial

yes

Correcting
human gene

yes
yes
yes
yes

yes

yes

yes

yes

XP/CS
equivalent

not existing
XP-D
XP-B
XP-F

XP-G

CS-B

CS-A



